
Phylogenetics Z620 Homework 2 
 

 
Use the Sankoff algorithm to provide the state cost arrays associated with each node of 
the tree below where the cost matrix is simply c0,1 = 1 = c1,0  and c0,0 = 0 = c1,1 and the 
character values are given at the tips of the tree:  
 
 
 

A C D E B 

0 0 1 1 1 


